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Salicornia europaea L. ( Chenopodiaceae ) grows in saline places along seashores in 
the temperate regions of the Northern Hemisphere. In Japan, S. europaea is disjunctively 
distributed in eastern Hokkaido and in the Seto Inland Sea (Setouchi) area. The 
populations of S. europaea in Setouchi area have been thought to be introduced from 
Hokkaido by Kitamae Ships (trader ships between Hokkaido and Setouchi areas in 
the 19th century). In order to clarify the origin of S. europaea in the Setouchi area, we 
analyzed phylogenetic relationships among populations of S. europaea in Hokkaido, the 
Setouchi area, and Korea by using DNA sequence data of nrlTS, atpB-rbcL and trnL- 
trnF. The haplotypes in Setouchi area were identical with those in Korea, and different 
from those in Hokkaido by three deletions and one or two substitutions. The results clearly 
reject the hypothesis that S. europaea in the Setouchi area is derived from Hokkaido. 

Keywords: Chenopodiaceae, chloroplast DNA, nuclear DNA, Salicornia europaea. 
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Fig. 1. Collection sites of Salicornia eumpaea in Japan and South Korea. 
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Table 1. Localities used in this study and Genbank accession numbers of Salicornia europaea. Vouchers are 
deposited at OKAY 
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|B||i|*g|PiUWftBj 19694-1 

^PMtiPrfJ^fiBJ 19694-2 

|5gp*iiPrfJ^ftBj 19694-3 

HH 

ammmSi 22217 

a 1 itu mmSi 222 is 

ai|TU®ft 22219 

a i im® ft 22220 

£»Sjl»r$ffi»36» 22224 

t£iSitiIST$gfl#5ft 22225 
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Table 2. Variation of Salicornia europaea in ITS 
sequences. Three nucleotide substitutions were 
observed. The numbers indicate the relative positions 
determined from the result of multiple alignments 
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Table 3. Variation of Salicornia europaea in tmL-tmF 
sequences. Two nucleotide substitutions and four indels 
were observed 
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Table 4. Variation of Salicornia europaea in atpB-rbcL sequences. Three nucleotide substitutions and 18 indels were 
observed 
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Fig. 2. Strict consensus tree of the two equally most parsimonious trees of Salicornia europaea 
based on the sequences of ITS and atpB-rbcL (Tree length = 39, Cl = 1.00, RI = 1.00). 
Numbers at branches are bootstrap probabilities more than 50% of 1000 replications. 
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